
GO:0000166

nucleotide binding

2.43e−07
547 / 1636

GO:0001882

nucleoside binding

2.02e−08

446 / 1281

GO:0001883

purine nucleoside binding

2.38e−08
444 / 1276

GO:0003674

molecular_function
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2535 / 8965

GO:0003824

catalytic activity

0.000218

1103 / 3638

GO:0005488

binding

7.91e−08

1368 / 4441

GO:0005524

ATP binding

3.86e−10

394 / 1083

GO:0016740

transferase activity

4.32e−09
551 / 1609

GO:0017076

purine nucleotide binding

1.61e−08

446 / 1279

GO:0030554

adenyl nucleotide binding

2.61e−09

424 / 1193

GO:0032549

ribonucleoside binding

2.60e−08
445 / 1280

GO:0032550

purine ribonucleoside binding

2.38e−08

444 / 1276

GO:0032553

ribonucleotide binding

3.63e−08

445 / 1283

GO:0032555

purine ribonucleotide binding

2.38e−08

444 / 1276

GO:0032559

adenyl ribonucleotide binding

2.61e−09

424 / 1193

GO:0035639

purine ribonucleoside triphosphate binding

5.50e−09
414 / 1167

GO:0036094

small molecule binding

4.56e−07
557 / 1676

GO:0043167

ion binding

7.09e−06
793 / 2507

GO:0043168

anion binding

3.77e−06

485 / 1461

GO:0097159

organic cyclic compound binding

1.23e−05
910 / 2917

GO:0097367

carbohydrate derivative binding

2.84e−08
450 / 1297

GO:1901265

nucleoside phosphate binding

2.43e−07

547 / 1636

GO:1901363

heterocyclic compound binding

1.34e−05
907 / 2908


