
GO:0006139
nucleobase−containing compound metabolic process

0.014800
67 / 2021

GO:0006351
transcription, DNA−templated

0.000109
49 / 1108

GO:0006355
regulation of transcription, DNA−templated

2.49e−05
47 / 987

GO:0006725
cellular aromatic compound metabolic process

0.004087
78 / 2295

GO:0006807
nitrogen compound metabolic process

0.001931
83 / 2410

GO:0008150
biological_process

1.000000
252 / 9728

GO:0008152
metabolic process

0.061626
149 / 5269

GO:0009058
biosynthetic process

0.000272
106 / 3079

GO:0009059
macromolecule biosynthetic process

0.013811
64 / 1909

GO:0009889
regulation of biosynthetic process

0.000179
48 / 1100

GO:0009987
cellular process

0.062996
156 / 5546

GO:0010467
gene expression

0.007468
58 / 1649

GO:0010468
regulation of gene expression

6.74e−05
49 / 1087

GO:0010556
regulation of macromolecule biosynthetic process

4.08e−05
48 / 1036

GO:0016070
RNA metabolic process

0.000643
61 / 1582

GO:0018130
heterocycle biosynthetic process

3.05e−05
61 / 1421

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

4.61e−05
48 / 1041

GO:0019222
regulation of metabolic process

0.001021
55 / 1413

GO:0019438
aromatic compound biosynthetic process

6.77e−05
62 / 1491

GO:0031323
regulation of cellular metabolic process

3.53e−05
54 / 1211

GO:0031326
regulation of cellular biosynthetic process

6.01e−05
48 / 1052

GO:0032774
RNA biosynthetic process

0.000111
49 / 1109

GO:0034641
cellular nitrogen compound metabolic process

0.002666
77 / 2225

GO:0034645
cellular macromolecule biosynthetic process

0.016463
63 / 1890

GO:0034654
nucleobase−containing compound biosynthetic process

0.000281
52 / 1246

GO:0043170
macromolecule metabolic process

0.086493
96 / 3295

GO:0044237
cellular metabolic process

0.043237
128 / 4405

GO:0044238
primary metabolic process

0.055107
124 / 4287

GO:0044249
cellular biosynthetic process

0.000736
98 / 2867

GO:0044260
cellular macromolecule metabolic process

0.057594
93 / 3123

GO:0044271
cellular nitrogen compound biosynthetic process

1.23e−05
62 / 1411

GO:0046483
heterocycle metabolic process

0.005219
75 / 2210

GO:0050789
regulation of biological process

0.006704
76 / 2267

GO:0050794
regulation of cellular process

0.003582
69 / 1970

GO:0051171
regulation of nitrogen compound metabolic process

5.59e−05
48 / 1049

GO:0051252
regulation of RNA metabolic process

1.35e−05
48 / 993

GO:0060255
regulation of macromolecule metabolic process

8.74e−05
52 / 1190

GO:0065007
biological regulation

0.000304
88 / 2449

GO:0071704
organic substance metabolic process

0.068734
133 / 4666

GO:0080090
regulation of primary metabolic process

9.75e−05
52 / 1195

GO:0090304
nucleic acid metabolic process

0.003931
64 / 1805

GO:0097659
nucleic acid−templated transcription

0.000109
49 / 1108

GO:1901360
organic cyclic compound metabolic process

0.007532
79 / 2384

GO:1901362
organic cyclic compound biosynthetic process

0.000110
64 / 1580

GO:1901576
organic substance biosynthetic process

0.000271
103 / 2971

GO:1903506
regulation of nucleic acid−templated transcription

2.49e−05
47 / 987

GO:2000112
regulation of cellular macromolecule biosynthetic process

4.08e−05
48 / 1036

GO:2001141
regulation of RNA biosynthetic process

2.49e−05
47 / 987


