
GO:0003674
molecular_function

1.000000
1516 / 10231

GO:0003824
catalytic activity

2.56e−09
735 / 4255

GO:0004364
glutathione transferase activity

1.44e−05
17 / 39

GO:0005488
binding

0.054130
704 / 4554

GO:0016740
transferase activity

0.011362
272 / 1628

GO:0016765
transferase activity, transferring alkyl or aryl (other than...

0.000114
23 / 70

GO:0016829
lyase activity

0.019149
38 / 184

GO:0016835
carbon−oxygen lyase activity

0.009568
21 / 84

GO:0016836
hydro−lyase activity

0.000126
15 / 37

GO:0020037
heme binding

0.000155
55 / 230

GO:0046906
tetrapyrrole binding

0.000308
58 / 252

GO:0097159
organic cyclic compound binding

0.497549
423 / 2851

GO:1901363
heterocyclic compound binding

0.489275
422 / 2842


