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sugar:proton symporter activity
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cation:sugar symporter activity
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GO:0008324
cation transmembrane transporter activity
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GO:0015075
ion transmembrane transporter activity
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3 / 207

GO:0015144
carbohydrate transmembrane transporter activity
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2 / 36

GO:0015291
secondary active transmembrane transporter activity

0.31305
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GO:0015293
symporter activity
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GO:0015294
solute:cation symporter activity

0.11373
2 / 44

GO:0015295
solute:proton symporter activity
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kinase activity
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transferase activity
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GO:0016757
transferase activity, transferring glycosyl groups
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GO:0016763
transferase activity, transferring pentosyl groups
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GO:0016772
transferase activity, transferring phosphorus−containing gro...
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phosphotransferase activity, alcohol group as acceptor

0.09199
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oxygen binding
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GO:0022804
active transmembrane transporter activity
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GO:0022857
transmembrane transporter activity
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GO:0022891
substrate−specific transmembrane transporter activity
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GO:0022892
substrate−specific transporter activity
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GO:0051119
sugar transmembrane transporter activity
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molecular transducer activity
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carbohydrate transporter activity
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