
GO:0006082
organic acid metabolic process

0.004998
104 / 1266

GO:0006520
cellular amino acid metabolic process

0.039079
39 / 453

GO:0006558
L−phenylalanine metabolic process

2.68e−06
7 / 12

GO:0006725
cellular aromatic compound metabolic process

0.804484
156 / 2558

GO:0006807
nitrogen compound metabolic process

0.810844
162 / 2657

GO:0008150
biological_process

1.000000
755 / 11709

GO:0008152
metabolic process

0.016774
460 / 6694

GO:0009058
biosynthetic process

0.240372
249 / 3719

GO:0009072
aromatic amino acid family metabolic process

0.000621
21 / 150

GO:0009698
phenylpropanoid metabolic process

5.13e−05
21 / 126

GO:0009699
phenylpropanoid biosynthetic process

1.45e−06
20 / 93

GO:0009804
coumarin metabolic process

6.33e−08
14 / 39

GO:0009805
coumarin biosynthetic process

6.33e−08
14 / 39

GO:0009812
flavonoid metabolic process

0.001253
22 / 169

GO:0009813
flavonoid biosynthetic process

0.000319
22 / 153

GO:0009889
regulation of biosynthetic process

0.122915
91 / 1255

GO:0009891
positive regulation of biosynthetic process

0.000843
35 / 310

GO:0009893
positive regulation of metabolic process

0.003448
39 / 386

GO:0009962
regulation of flavonoid biosynthetic process

4.91e−05
16 / 81

GO:0009963
positive regulation of flavonoid biosynthetic process

2.50e−06
16 / 65

GO:0009987
cellular process

0.154150
462 / 6951

GO:0018130
heterocycle biosynthetic process

0.624506
98 / 1558

GO:0019222
regulation of metabolic process

0.481051
106 / 1631

GO:0019438
aromatic compound biosynthetic process

0.335843
114 / 1700

GO:0019748
secondary metabolic process

0.001179
42 / 400

GO:0019752
carboxylic acid metabolic process

0.008657
98 / 1206

GO:0043436
oxoacid metabolic process

0.004882
104 / 1265

GO:0044237
cellular metabolic process

0.213330
362 / 5443

GO:0044238
primary metabolic process

0.069085
371 / 5441

GO:0044249
cellular biosynthetic process

0.295556
225 / 3382

GO:0044281
small molecule metabolic process

0.001899
139 / 1715

GO:0044550
secondary metabolite biosynthetic process

3.28e−05
28 / 190

GO:0044699
single−organism process

0.063718
433 / 6395

GO:0044710
single−organism metabolic process

0.012983
264 / 3658

GO:0044711
single−organism biosynthetic process

0.006451
148 / 1902

GO:0044763
single−organism cellular process

0.052622
332 / 4812

GO:0046483
heterocycle metabolic process

0.958919
135 / 2371

GO:0048518
positive regulation of biological process

0.007309
50 / 546

GO:0050789
regulation of biological process

0.542763
184 / 2866

GO:0065007
biological regulation

0.368256
207 / 3142

GO:0071704
organic substance metabolic process

0.036154
405 / 5903

GO:0080090
regulation of primary metabolic process

0.357133
92 / 1372

GO:1901360
organic cyclic compound metabolic process

0.478259
175 / 2698

GO:1901362
organic cyclic compound biosynthetic process

0.177623
129 / 1854

GO:1901564
organonitrogen compound metabolic process

0.022070
77 / 954

GO:1901576
organic substance biosynthetic process

0.154033
245 / 3598

GO:1901605
alpha−amino acid metabolic process

0.053723
31 / 356

GO:1902221
erythrose 4−phosphate/phosphoenolpyruvate family amino acid ...

2.68e−06
7 / 12


