
GO:0003674
molecular_function

1.00000
536 / 10152

GO:0003779
actin binding

0.00589
6 / 32

GO:0003824
catalytic activity

0.00497
255 / 4275

GO:0005215
transporter activity

0.02961
41 / 575

GO:0005342
organic acid transmembrane transporter activity

0.00870
7 / 45

GO:0005488
binding
0.55573

244 / 4642

GO:0005515
protein binding

0.18832
68 / 1159

GO:0008092
cytoskeletal protein binding

0.01570
8 / 62

GO:0008509
anion transmembrane transporter activity

0.02699
11 / 108

GO:0008514
organic anion transmembrane transporter activity

0.05082
7 / 64

GO:0015075
ion transmembrane transporter activity

0.06208
23 / 310

GO:0015171
amino acid transmembrane transporter activity

0.00422
6 / 30

GO:0016740
transferase activity

0.00122
112 / 1623

GO:0016741
transferase activity, transferring one−carbon groups

0.05556
12 / 136

GO:0016742
hydroxymethyl−, formyl− and related transferase activity

0.00125
4 / 10

GO:0022857
transmembrane transporter activity

0.01835
35 / 460

GO:0022891
substrate−specific transmembrane transporter activity

0.03364
29 / 385

GO:0022892
substrate−specific transporter activity

0.05266
31 / 434

GO:0046943
carboxylic acid transmembrane transporter activity

0.00870
7 / 45


