
GO:0003674
molecular_function

1.000000
1515 / 10145

GO:0003824
catalytic activity

1.03e−06
702 / 4134

GO:0005488
binding

0.116743
743 / 4829

GO:0008233
peptidase activity

0.000428
60 / 264

GO:0016787
hydrolase activity

0.000312
267 / 1488

GO:0030170
pyridoxal phosphate binding

0.000495
16 / 45

GO:0043167
ion binding
0.133459

413 / 2645

GO:0043168
anion binding

0.047278
243 / 1481

GO:0048037
cofactor binding

0.005488
49 / 230

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.000420
58 / 253

GO:0097159
organic cyclic compound binding

0.198928
489 / 3177

GO:1901363
heterocyclic compound binding

0.203082
488 / 3172


