
GO:0000166
nucleotide binding

0.013787
242 / 1269

GO:0001882
nucleoside binding

0.001912
191 / 940

GO:0001883
purine nucleoside binding

0.001815
191 / 939

GO:0003674
molecular_function

1.000000
1338 / 7924

GO:0005215
transporter activity

0.004258
122 / 581

GO:0005488
binding

0.166139
649 / 3745

GO:0017076
purine nucleotide binding

0.002013
191 / 941

GO:0022857
transmembrane transporter activity

0.000280
109 / 475

GO:0030554
adenyl nucleotide binding

0.000195
184 / 863

GO:0032549
ribonucleoside binding

0.001912
191 / 940

GO:0032550
purine ribonucleoside binding

0.001815
191 / 939

GO:0032553
ribonucleotide binding

0.003325
191 / 951

GO:0032555
purine ribonucleotide binding

0.001815
191 / 939

GO:0032559
adenyl ribonucleotide binding

0.000195
184 / 863

GO:0036094
small molecule binding

0.018115
247 / 1305

GO:0043167
ion binding
0.206083
368 / 2105

GO:0043168
anion binding

0.004649
228 / 1163

GO:0043531
ADP binding

0.000157
30 / 92

GO:0097159
organic cyclic compound binding

0.150336
410 / 2332

GO:0097367
carbohydrate derivative binding

0.001609
196 / 964

GO:1901265
nucleoside phosphate binding

0.013787
242 / 1269

GO:1901363
heterocyclic compound binding

0.155227
409 / 2328

GO:1901682
sulfur compound transmembrane transporter activity

0.000288
7 / 10


