
GO:0003674
molecular_function

1.000000
2324 / 10137

GO:0003676
nucleic acid binding

0.392660
371 / 1598

GO:0003723
RNA binding

2.13e−06
152 / 475

GO:0003735
structural constituent of ribosome

5.77e−05
90 / 271

GO:0003824
catalytic activity

0.014116
969 / 4026

GO:0005198
structural molecule activity

7.48e−05
107 / 335

GO:0005488
binding

0.105212
1118 / 4759

GO:0005507
copper ion binding

0.000293
41 / 108

GO:0016829
lyase activity

0.013196
50 / 163

GO:0016830
carbon−carbon lyase activity

0.001436
22 / 52

GO:0043167
ion binding
0.409505

561 / 2427

GO:0043169
cation binding

0.522266
286 / 1249

GO:0046872
metal ion binding

0.456294
269 / 1165

GO:0046914
transition metal ion binding

0.715386
211 / 949

GO:0097159
organic cyclic compound binding

0.052667
744 / 3105

GO:1901363
heterocyclic compound binding

0.054353
743 / 3102


