
GO:0003674
molecular_function

1.00000
677 / 8560

GO:0003824
catalytic activity

0.44736
274 / 3438

GO:0005198
structural molecule activity

0.13437
23 / 228

GO:0005199
structural constituent of cell wall

0.00354
6 / 20

GO:0005488
binding
0.19632

334 / 4082

GO:0008080
N−acetyltransferase activity

0.03279
4 / 16

GO:0016407
acetyltransferase activity

0.10338
4 / 23

GO:0016410
N−acyltransferase activity

0.05790
4 / 19

GO:0016491
oxidoreductase activity

0.33527
59 / 704

GO:0016651
oxidoreductase activity, acting on NAD(P)H

0.06189
12 / 93

GO:0016655
oxidoreductase activity, acting on NAD(P)H, quinone or simil...

0.03104
5 / 23

GO:0016740
transferase activity

0.56065
105 / 1340

GO:0016746
transferase activity, transferring acyl groups

0.85298
7 / 121

GO:0016747
transferase activity, transferring acyl groups other than am...

0.78134
6 / 96

GO:0030170
pyridoxal phosphate binding

0.02944
8 / 47

GO:0043167
ion binding

0.24248
182 / 2199

GO:0043168
anion binding

0.03874
111 / 1201

GO:0048037
cofactor binding

0.10532
23 / 221

GO:0097159
organic cyclic compound binding

0.12727
221 / 2622

GO:0097367
carbohydrate derivative binding

0.03230
95 / 1004

GO:1901363
heterocyclic compound binding

0.11609
221 / 2614


