
GO:0000166
nucleotide binding

0.43922
96 / 1691

GO:0001882
nucleoside binding

0.11982
76 / 1196

GO:0001883
purine nucleoside binding

0.11530
76 / 1193

GO:0003674
molecular_function

1.00000
583 / 10457

GO:0003824
catalytic activity

0.80168
229 / 4274

GO:0005488
binding
0.40281

276 / 4890

GO:0005515
protein binding

0.46475
74 / 1308

GO:0005525
GTP binding

0.02460
13 / 127

GO:0008378
galactosyltransferase activity

0.02683
4 / 21

GO:0016740
transferase activity

0.63051
89 / 1640

GO:0016757
transferase activity, transferring glycosyl groups

0.57170
16 / 293

GO:0016758
transferase activity, transferring hexosyl groups

0.80074
9 / 202

GO:0017076
purine nucleotide binding

0.12135
76 / 1197

GO:0019001
guanyl nucleotide binding

0.02604
13 / 128

GO:0032549
ribonucleoside binding

0.11830
76 / 1195

GO:0032550
purine ribonucleoside binding

0.11530
76 / 1193

GO:0032553
ribonucleotide binding

0.14073
76 / 1209

GO:0032555
purine ribonucleotide binding

0.11680
76 / 1194

GO:0032561
guanyl ribonucleotide binding

0.02460
13 / 127

GO:0035639
purine ribonucleoside triphosphate binding

0.14272
70 / 1108

GO:0036094
small molecule binding

0.46547
98 / 1737

GO:0043167
ion binding

0.17927
158 / 2657

GO:0043168
anion binding

0.07309
93 / 1446

GO:0051082
unfolded protein binding

0.00449
9 / 58

GO:0097159
organic cyclic compound binding

0.43061
178 / 3151

GO:0097367
carbohydrate derivative binding

0.11543
78 / 1227

GO:1901265
nucleoside phosphate binding

0.43922
96 / 1691

GO:1901363
heterocyclic compound binding

0.42044
178 / 3146


