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molecular_function

1.00000
506 / 7322

GO:0003678
DNA helicase activity

0.02730
3 / 10

GO:0003824
catalytic activity

0.36281
213 / 3021

GO:0004386
helicase activity

0.30429
6 / 66

GO:0004620
phospholipase activity

0.03806
4 / 19

GO:0004812
aminoacyl−tRNA ligase activity

0.03806
4 / 19

GO:0005488
binding
0.37584

244 / 3474

GO:0005515
protein binding

0.87023
56 / 920

GO:0016298
lipase activity

0.27543
5 / 51

GO:0016462
pyrophosphatase activity

0.82201
18 / 312

GO:0016740
transferase activity

0.23431
87 / 1169

GO:0016757
transferase activity, transferring glycosyl groups

0.33560
16 / 204

GO:0016763
transferase activity, transferring pentosyl groups

0.00975
4 / 13

GO:0016787
hydrolase activity

0.74850
71 / 1096

GO:0016788
hydrolase activity, acting on ester bonds

0.77798
20 / 333

GO:0016817
hydrolase activity, acting on acid anhydrides

0.69970
20 / 317

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.69970
20 / 317

GO:0016874
ligase activity

0.33389
8 / 95

GO:0016875
ligase activity, forming carbon−oxygen bonds

0.03806
4 / 19

GO:0016876
ligase activity, forming aminoacyl−tRNA and related compound...

0.03806
4 / 19

GO:0017111
nucleoside−triphosphatase activity

0.76492
18 / 299

GO:0042393
histone binding

0.01668
4 / 15


