
GO:0006139
nucleobase−containing compound metabolic process

0.87784
1140 / 1834

GO:0006259
DNA metabolic process

0.12224
244 / 368

GO:0006310
DNA recombination

0.00417
101 / 136

GO:0006464
cellular protein modification process

0.87989
745 / 1205

GO:0006468
protein phosphorylation

0.00494
403 / 590

GO:0006725
cellular aromatic compound metabolic process

0.96253
1289 / 2090

GO:0006793
phosphorus metabolic process

0.74193
606 / 971

GO:0006796
phosphate−containing compound metabolic process

0.76843
596 / 957

GO:0006807
nitrogen compound metabolic process

0.99768
1271 / 2094

GO:0006810
transport
0.99979

746 / 1267

GO:0006811
ion transport

0.89515
302 / 497

GO:0006820
anion transport

0.79356
175 / 286

GO:0007275
multicellular organismal development

0.90689
893 / 1445

GO:0008150
biological_process

1.00000
5904 / 9326

GO:0008152
metabolic process

0.99772
3107 / 5011

GO:0009791
post−embryonic development

0.84176
559 / 904

GO:0009888
tissue development

0.20831
323 / 496

GO:0009987
cellular process

0.99734
3256 / 5244

GO:0010374
stomatal complex development

0.27802
55 / 82

GO:0010440
stomatal lineage progression

0.00228
28 / 32

GO:0016310
phosphorylation

0.10812
444 / 677

GO:0019222
regulation of metabolic process

0.42831
893 / 1405

GO:0019538
protein metabolic process

0.96390
1065 / 1733

GO:0032501
multicellular organismal process

0.70062
1037 / 1652

GO:0032502
developmental process

0.66442
1083 / 1722

GO:0032879
regulation of localization

0.12872
38 / 53

GO:0034641
cellular nitrogen compound metabolic process

0.98722
1202 / 1965

GO:0036211
protein modification process

0.87989
745 / 1205

GO:0043170
macromolecule metabolic process

0.89468
2022 / 3237

GO:0043269
regulation of ion transport

0.05126
30 / 39

GO:0043412
macromolecule modification

0.98115
793 / 1305

GO:0044070
regulation of anion transport

0.00563
19 / 21

GO:0044237
cellular metabolic process

0.98370
2493 / 4015

GO:0044238
primary metabolic process

0.98789
2544 / 4100

GO:0044260
cellular macromolecule metabolic process

0.92912
1898 / 3048

GO:0044267
cellular protein metabolic process

0.97358
955 / 1561

GO:0044699
single−organism process

0.99996
2927 / 4767

GO:0044707
single−multicellular organism process

0.91894
908 / 1471

GO:0044763
single−organism cellular process

0.99997
2134 / 3513

GO:0044765
single−organism transport

0.99680
665 / 1115

GO:0044767
single−organism developmental process

0.74274
1048 / 1673

GO:0046483
heterocycle metabolic process

0.97244
1203 / 1957

GO:0048856
anatomical structure development

0.71544
982 / 1566

GO:0048869
cellular developmental process

0.11011
422 / 643

GO:0050789
regulation of biological process

0.99056
1420 / 2317

GO:0050790
regulation of catalytic activity

0.10997
69 / 99

GO:0051049
regulation of transport

0.12685
34 / 47

GO:0051179
localization

0.99974
803 / 1358

GO:0051234
establishment of localization

0.99977
752 / 1276

GO:0051338
regulation of transferase activity

0.01003
29 / 35

GO:0065007
biological regulation

0.99627
1516 / 2481

GO:0065009
regulation of molecular function

0.03816
87 / 122

GO:0071704
organic substance metabolic process

0.99849
2731 / 4422

GO:0090304
nucleic acid metabolic process

0.60855
1068 / 1694

GO:0090558
plant epidermis development

0.66936
153 / 246

GO:1901360
organic cyclic compound metabolic process

0.96890
1330 / 2158

GO:1902578
single−organism localization

0.99576
672 / 1124


