
GO:0001071
nucleic acid binding transcription factor activity

0.0204
553 / 829

GO:0003674
molecular_function

1.0000
5813 / 9169

GO:0003700
sequence−specific DNA binding transcription factor activity

0.0204
553 / 829

GO:0003824
catalytic activity

0.9995
2214 / 3609

GO:0004672
protein kinase activity

0.0185
383 / 567

GO:0004871
signal transducer activity

0.2892
75 / 113

GO:0004872
receptor activity

0.2772
29 / 42

GO:0004888
transmembrane signaling receptor activity

0.6038
17 / 27

GO:0004970
ionotropic glutamate receptor activity

0.0227
12 / 13

GO:0005215
transporter activity

0.9593
293 / 490

GO:0005216
ion channel activity

0.1073
33 / 45

GO:0005230
extracellular ligand−gated ion channel activity

0.0227
12 / 13

GO:0008066
glutamate receptor activity

0.0666
12 / 14

GO:0010333
terpene synthase activity

0.0220
21 / 25

GO:0015075
ion transmembrane transporter activity

0.8505
158 / 261

GO:0015267
channel activity

0.2320
38 / 55

GO:0015276
ligand−gated ion channel activity

0.0599
15 / 18

GO:0016301
kinase activity

0.1472
425 / 650

GO:0016740
transferase activity

0.7499
887 / 1416

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.2822
475 / 737

GO:0016773
phosphotransferase activity, alcohol group as acceptor

0.0760
414 / 626

GO:0016829
lyase activity

0.9244
66 / 115

GO:0016835
carbon−oxygen lyase activity

0.1537
37 / 52

GO:0016838
carbon−oxygen lyase activity, acting on phosphates

0.0463
21 / 26

GO:0022803
passive transmembrane transporter activity

0.2320
38 / 55

GO:0022834
ligand−gated channel activity

0.0599
15 / 18

GO:0022836
gated channel activity

0.0387
29 / 37

GO:0022838
substrate−specific channel activity

0.2320
38 / 55

GO:0022857
transmembrane transporter activity

0.9296
234 / 390

GO:0022891
substrate−specific transmembrane transporter activity

0.9140
185 / 309

GO:0022892
substrate−specific transporter activity

0.9108
208 / 346

GO:0038023
signaling receptor activity

0.3738
23 / 34

GO:0060089
molecular transducer activity

0.2372
81 / 121


