
GO:0003674
molecular_function

1.000000
6730 / 10071

GO:0003676
nucleic acid binding

0.704345
912 / 1377

GO:0003723
RNA binding

0.004258
321 / 442

GO:0003735
structural constituent of ribosome

0.000972
214 / 284

GO:0003824
catalytic activity

0.133925
2837 / 4206

GO:0005198
structural molecule activity

0.015264
264 / 366

GO:0005488
binding

0.536483
3220 / 4821

GO:0008233
peptidase activity

0.089604
198 / 280

GO:0008234
cysteine−type peptidase activity

0.261497
34 / 47

GO:0016491
oxidoreductase activity

0.443430
545 / 812

GO:0016614
oxidoreductase activity, acting on CH−OH group of donors

0.043063
95 / 128

GO:0016616
oxidoreductase activity, acting on the CH−OH group of donors...

0.005035
87 / 111

GO:0016787
hydrolase activity

0.106418
980 / 1435

GO:0019783
ubiquitin−like protein−specific protease activity

0.001572
16 / 16

GO:0048037
cofactor binding

0.005759
202 / 273

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.151780
184 / 263

GO:0097159
organic cyclic compound binding

0.817806
1993 / 3011

GO:1901363
heterocyclic compound binding

0.809588
1987 / 3001


