
GO:0003674
molecular_function

1.00000
82 / 7562

GO:0003676
nucleic acid binding

0.50918
11 / 986

GO:0003677
DNA binding

0.31754
9 / 681

GO:0003824
catalytic activity

0.32982
36 / 3096

GO:0005488
binding
0.54579

38 / 3507

GO:0008061
chitin binding

0.00600
2 / 11

GO:0008194
UDP−glycosyltransferase activity

0.02942
4 / 108

GO:0008233
peptidase activity

0.01316
6 / 180

GO:0008236
serine−type peptidase activity

0.00445
4 / 62

GO:0016740
transferase activity

0.95823
8 / 1192

GO:0016757
transferase activity, transferring glycosyl groups

0.24117
4 / 231

GO:0016758
transferase activity, transferring hexosyl groups

0.09368
4 / 159

GO:0016759
cellulose synthase activity

0.01263
2 / 16

GO:0016760
cellulose synthase (UDP−forming) activity

0.00494
2 / 10

GO:0016787
hydrolase activity

0.05536
17 / 1049

GO:0017171
serine hydrolase activity

0.00445
4 / 62

GO:0035251
UDP−glucosyltransferase activity

0.01762
3 / 51

GO:0043566
structure−specific DNA binding

0.00142
3 / 21

GO:0046527
glucosyltransferase activity

0.03318
3 / 65

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.00984
6 / 169

GO:0097159
organic cyclic compound binding

0.65951
23 / 2236

GO:0097367
carbohydrate derivative binding

0.26623
12 / 900

GO:1901363
heterocyclic compound binding

0.65370
23 / 2230


