
GO:0001871
pattern binding

0.000958
5 / 13

GO:0003674
molecular_function

1.000000
714 / 10963

GO:0003824
catalytic activity

0.025086
324 / 4583

GO:0003924
GTPase activity

0.007581
9 / 54

GO:0004553
hydrolase activity, hydrolyzing O−glycosyl compounds

0.170512
20 / 244

GO:0005488
binding

0.200455
347 / 5154

GO:0016160
amylase activity

0.005792
4 / 12

GO:0016462
pyrophosphatase activity

0.537414
29 / 447

GO:0016787
hydrolase activity

0.013418
125 / 1596

GO:0016788
hydrolase activity, acting on ester bonds

0.248205
37 / 505

GO:0016791
phosphatase activity

0.256046
15 / 190

GO:0016798
hydrolase activity, acting on glycosyl bonds

0.223918
20 / 255

GO:0016817
hydrolase activity, acting on acid anhydrides

0.364594
32 / 458

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.484814
30 / 452

GO:0017111
nucleoside−triphosphatase activity

0.524380
28 / 429

GO:0019203
carbohydrate phosphatase activity

0.007884
5 / 20

GO:0030246
carbohydrate binding

0.104533
10 / 98

GO:0030247
polysaccharide binding

0.000958
5 / 13

GO:0042578
phosphoric ester hydrolase activity

0.132492
20 / 235


