
GO:0002252
immune effector process

0.000481
18 / 152

GO:0002376
immune system process

0.010823
37 / 508

GO:0006139
nucleobase−containing compound metabolic process

0.105607
121 / 2215

GO:0006396
RNA processing

0.008915
30 / 386

GO:0006725
cellular aromatic compound metabolic process

0.172945
134 / 2528

GO:0006790
sulfur compound metabolic process

0.000114
30 / 293

GO:0006807
nitrogen compound metabolic process

0.197358
137 / 2605

GO:0006950
response to stress

0.201861
110 / 2073

GO:0006952
defense response

0.015798
53 / 800

GO:0007275
multicellular organismal development

0.141702
95 / 1738

GO:0008150
biological_process

1.000000
506 / 10266

GO:0008152
metabolic process

0.009970
323 / 6036

GO:0009058
biosynthetic process

0.003765
203 / 3538

GO:0009605
response to external stimulus

0.267664
54 / 1005

GO:0009607
response to biotic stimulus

0.209694
39 / 692

GO:0009615
response to virus

0.000257
16 / 120

GO:0009791
post−embryonic development

0.063348
68 / 1152

GO:0009892
negative regulation of metabolic process

0.056952
27 / 398

GO:0009987
cellular process

0.124872
327 / 6376

GO:0010033
response to organic substance

0.928154
54 / 1299

GO:0010050
vegetative phase change

3.44e−05
12 / 61

GO:0010267
production of ta−siRNAs involved in RNA interference

0.000101
13 / 78

GO:0010467
gene expression

0.260890
94 / 1790

GO:0010468
regulation of gene expression

0.166871
68 / 1230

GO:0010605
negative regulation of macromolecule metabolic process

0.026286
26 / 353

GO:0010608
posttranscriptional regulation of gene expression

0.000447
19 / 164

GO:0010629
negative regulation of gene expression

0.013637
25 / 317

GO:0014070
response to organic cyclic compound

0.065152
26 / 386

GO:0016070
RNA metabolic process

0.103425
95 / 1707

GO:0016246
RNA interference

6.25e−05
17 / 118

GO:0016441
posttranscriptional gene silencing

0.000192
17 / 129

GO:0016458
gene silencing

0.002722
22 / 234

GO:0019222
regulation of metabolic process

0.069509
89 / 1557

GO:0030422
production of siRNA involved in RNA interference

0.000670
13 / 94

GO:0031047
gene silencing by RNA

0.001243
20 / 192

GO:0031050
dsRNA fragmentation

0.000821
13 / 96

GO:0032501
multicellular organismal process

0.262596
99 / 1890

GO:0032502
developmental process

0.251368
105 / 2003

GO:0034641
cellular nitrogen compound metabolic process

0.267659
125 / 2410

GO:0035194
posttranscriptional gene silencing by RNA

0.000130
17 / 125

GO:0040029
regulation of gene expression, epigenetic

0.001783
25 / 270

GO:0042221
response to chemical

0.696650
85 / 1803

GO:0043170
macromolecule metabolic process

0.116873
212 / 4032

GO:0043207
response to external biotic stimulus

0.209694
39 / 692

GO:0043331
response to dsRNA

0.000821
13 / 96

GO:0044237
cellular metabolic process

0.013554
276 / 5098

GO:0044238
primary metabolic process

0.028327
274 / 5125

GO:0044249
cellular biosynthetic process

0.024624
181 / 3252

GO:0044260
cellular macromolecule metabolic process

0.037752
207 / 3806

GO:0044272
sulfur compound biosynthetic process

2.97e−06
28 / 218

GO:0044699
single−organism process

0.058609
296 / 5649

GO:0044707
single−multicellular organism process

0.147912
96 / 1762

GO:0044710
single−organism metabolic process

0.002723
190 / 3262

GO:0044763
single−organism cellular process

0.014819
239 / 4359

GO:0044767
single−organism developmental process

0.202558
104 / 1955

GO:0046483
heterocycle metabolic process

0.129206
129 / 2394

GO:0048519
negative regulation of biological process

0.013912
47 / 689

GO:0050789
regulation of biological process

0.142343
142 / 2662

GO:0050896
response to stimulus

0.175503
173 / 3306

GO:0051607
defense response to virus

5.12e−05
16 / 105

GO:0051704
multi−organism process

0.485683
50 / 1002

GO:0051707
response to other organism

0.209694
39 / 692

GO:0051716
cellular response to stimulus

0.290404
80 / 1527

GO:0060255
regulation of macromolecule metabolic process

0.187409
72 / 1319

GO:0065007
biological regulation

0.127081
153 / 2866

GO:0070887
cellular response to chemical stimulus

0.735731
29 / 648

GO:0070918
production of small RNA involved in gene silencing by RNA

0.000821
13 / 96

GO:0071310
cellular response to organic substance

0.655397
28 / 602

GO:0071359
cellular response to dsRNA

0.000821
13 / 96

GO:0071407
cellular response to organic cyclic compound

0.027694
21 / 272

GO:0071704
organic substance metabolic process

0.031253
291 / 5481

GO:0090304
nucleic acid metabolic process

0.145070
107 / 1975

GO:0098542
defense response to other organism

0.020039
36 / 513

GO:1901360
organic cyclic compound metabolic process

0.144437
141 / 2644

GO:1901698
response to nitrogen compound

0.233628
21 / 358

GO:1901699
cellular response to nitrogen compound

0.000677
14 / 106


