
GO:0001871
pattern binding

0.000249
5 / 13

GO:0003674
molecular_function

1.000000
487 / 10007

GO:0003824
catalytic activity

0.008403
220 / 3990

GO:0005488
binding

0.093440
246 / 4753

GO:0016740
transferase activity

0.005610
99 / 1602

GO:0016757
transferase activity, transferring glycosyl groups

0.001282
28 / 312

GO:0030246
carbohydrate binding

0.009153
11 / 100

GO:0030247
polysaccharide binding

0.000249
5 / 13


