
GO:0003674
molecular_function

1.000000
4573 / 10949

GO:0003824
catalytic activity

0.000757
1908 / 4375

GO:0005488
binding

0.000116
2165 / 4956

GO:0005515
protein binding

2.58e−09
628 / 1270

GO:0016740
transferase activity

1.54e−05
790 / 1703

GO:0031072
heat shock protein binding

6.80e−06
51 / 76

GO:0051082
unfolded protein binding

0.000109
44 / 68


