
GO:0000394
RNA splicing, via endonucleolytic cleavage and ligation

0.00268
10 / 74

GO:0006139
nucleobase−containing compound metabolic process

0.74561
98 / 2156

GO:0006396
RNA processing

0.02385
21 / 275

GO:0006725
cellular aromatic compound metabolic process

0.82973
114 / 2554

GO:0006807
nitrogen compound metabolic process

0.65048
123 / 2632

GO:0007275
multicellular organismal development

0.87386
79 / 1835

GO:0008150
biological_process

1.00000
525 / 10944

GO:0008152
metabolic process

0.90048
289 / 6310

GO:0008380
RNA splicing

0.09833
10 / 131

GO:0009314
response to radiation

0.45512
32 / 647

GO:0009416
response to light stimulus

0.45620
30 / 606

GO:0009628
response to abiotic stimulus

0.89579
61 / 1459

GO:0009639
response to red or far red light

0.21168
12 / 192

GO:0009640
photomorphogenesis

0.16923
8 / 112

GO:0009791
post−embryonic development

0.72309
50 / 1117

GO:0009987
cellular process

0.57659
317 / 6641

GO:0010099
regulation of photomorphogenesis

0.00357
4 / 14

GO:0010100
negative regulation of photomorphogenesis

0.00190
4 / 12

GO:0010467
gene expression

0.47559
81 / 1670

GO:0016070
RNA metabolic process

0.60000
79 / 1681

GO:0030154
cell differentiation

0.83058
26 / 636

GO:0032501
multicellular organismal process

0.88371
87 / 2018

GO:0032502
developmental process

0.82226
95 / 2141

GO:0034641
cellular nitrogen compound metabolic process

0.75547
109 / 2396

GO:0043170
macromolecule metabolic process

0.28930
198 / 3993

GO:0044237
cellular metabolic process

0.79612
242 / 5227

GO:0044238
primary metabolic process

0.58144
250 / 5249

GO:0044260
cellular macromolecule metabolic process

0.23975
187 / 3732

GO:0044699
single−organism process

0.60704
292 / 6139

GO:0044707
single−multicellular organism process

0.87527
80 / 1858

GO:0044763
single−organism cellular process

0.69542
219 / 4673

GO:0044767
single−organism developmental process

0.81370
93 / 2092

GO:0045595
regulation of cell differentiation

0.00475
10 / 80

GO:0046483
heterocycle metabolic process

0.71107
110 / 2391

GO:0048519
negative regulation of biological process

0.39996
35 / 693

GO:0048580
regulation of post−embryonic development

0.24814
14 / 237

GO:0048581
negative regulation of post−embryonic development

0.03426
6 / 51

GO:0048583
regulation of response to stimulus

0.47089
20 / 403

GO:0048585
negative regulation of response to stimulus

0.08796
15 / 213

GO:0048869
cellular developmental process

0.63126
37 / 804

GO:0050789
regulation of biological process

0.84294
128 / 2864

GO:0050793
regulation of developmental process

0.15041
27 / 456

GO:0050794
regulation of cellular process

0.69011
115 / 2485

GO:0050896
response to stimulus

0.99160
142 / 3462

GO:0051093
negative regulation of developmental process

0.01080
10 / 90

GO:0051239
regulation of multicellular organismal process

0.24978
21 / 372

GO:0051241
negative regulation of multicellular organismal process

0.04363
6 / 54

GO:0065007
biological regulation

0.85751
140 / 3133

GO:0071704
organic substance metabolic process

0.80953
263 / 5676

GO:0090304
nucleic acid metabolic process

0.71653
88 / 1927

GO:1901360
organic cyclic compound metabolic process

0.85147
119 / 2679

GO:2000026
regulation of multicellular organismal development

0.19826
21 / 358

GO:2000030
regulation of response to red or far red light

0.00756
4 / 17


