
GO:0003674
molecular_function

1.00000
399 / 8186

GO:0003735
structural constituent of ribosome

1.64e−20
54 / 260

GO:0003824
catalytic activity

0.95102
142 / 3225

GO:0004175
endopeptidase activity

0.12381
8 / 102

GO:0004222
metalloendopeptidase activity

0.00529
5 / 24

GO:0005198
structural molecule activity

5.01e−19
58 / 319

GO:0005488
binding
0.13898

199 / 3856

GO:0008233
peptidase activity

0.38158
10 / 180

GO:0008237
metallopeptidase activity

0.02325
5 / 34

GO:0016787
hydrolase activity

0.57505
50 / 1043

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.32899
10 / 172

GO:0097159
organic cyclic compound binding

0.00598
148 / 2555

GO:1901363
heterocyclic compound binding

0.00519
148 / 2546


