
GO:0001071
nucleic acid binding transcription factor activity

1.57e−09
132 / 729

GO:0003674
molecular_function

1.000000
1056 / 9619

GO:0003700
sequence−specific DNA binding transcription factor activity

1.57e−09
132 / 729

GO:0003824
catalytic activity

0.021035
451 / 3825

GO:0004672
protein kinase activity

0.000124
79 / 480

GO:0004674
protein serine/threonine kinase activity

1.07e−05
72 / 398

GO:0005488
binding

0.298283
508 / 4549

GO:0016301
kinase activity

0.000155
94 / 597

GO:0016740
transferase activity

0.002462
189 / 1432

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.006507
100 / 719

GO:0016773
phosphotransferase activity, alcohol group as acceptor

0.000364
88 / 565

GO:0020037
heme binding

0.000144
31 / 143

GO:0046906
tetrapyrrole binding

0.000738
32 / 163

GO:0097159
organic cyclic compound binding

0.382629
326 / 2927

GO:1901363
heterocyclic compound binding

0.385828
325 / 2919


