
GO:0003674
molecular_function

1.000000
666 / 8700

GO:0003676
nucleic acid binding

0.364969
96 / 1210

GO:0003723
RNA binding

0.000127
35 / 238

GO:0003735
structural constituent of ribosome

3.57e−06
19 / 77

GO:0003824
catalytic activity

0.122507
297 / 3687

GO:0004176
ATP−dependent peptidase activity

4.00e−05
8 / 19

GO:0005198
structural molecule activity

0.000516
20 / 117

GO:0005488
binding

0.469341
315 / 4096

GO:0008233
peptidase activity

0.057656
25 / 235

GO:0016462
pyrophosphatase activity

0.246104
33 / 380

GO:0016740
transferase activity

0.179868
113 / 1362

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.008686
71 / 704

GO:0016787
hydrolase activity

0.124358
112 / 1322

GO:0016817
hydrolase activity, acting on acid anhydrides

0.239624
34 / 391

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.221036
34 / 387

GO:0016887
ATPase activity

0.338839
17 / 197

GO:0017111
nucleoside−triphosphatase activity

0.286026
31 / 363

GO:0042623
ATPase activity, coupled

0.249726
14 / 149

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.060430
24 / 225

GO:0097159
organic cyclic compound binding

0.165231
214 / 2644

GO:1901363
heterocyclic compound binding

0.173530
213 / 2636


