
GO:0000166
nucleotide binding

0.004296
236 / 1654

GO:0003674
molecular_function

1.000000
1195 / 9733

GO:0003824
catalytic activity

0.449557
500 / 4052

GO:0004175
endopeptidase activity

0.002176
28 / 131

GO:0004298
threonine−type endopeptidase activity

1.13e−06
12 / 21

GO:0005488
binding

0.129262
601 / 4742

GO:0008233
peptidase activity

0.004942
41 / 223

GO:0016787
hydrolase activity

0.749374
160 / 1361

GO:0016853
isomerase activity

0.000858
25 / 106

GO:0036094
small molecule binding

0.005388
241 / 1700

GO:0070003
threonine−type peptidase activity

1.13e−06
12 / 21

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.016487
37 / 212

GO:0097159
organic cyclic compound binding

0.731810
357 / 2979

GO:1901265
nucleoside phosphate binding

0.004296
236 / 1654

GO:1901363
heterocyclic compound binding

0.732356
356 / 2971


