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organic acid metabolic process
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127 / 774
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response to stress

0.005734
258 / 1733
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defense response

9.93e−05
141 / 810
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biological_process

1.000000
1104 / 8483
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metabolic process

0.513841
633 / 4864

GO:0009058
biosynthetic process

0.183936
370 / 2739

GO:0009987
cellular process

0.018190
700 / 5132

GO:0016043
cellular component organization

0.529742
165 / 1271

GO:0016053
organic acid biosynthetic process

0.000164
81 / 423

GO:0019752
carboxylic acid metabolic process

0.001605
122 / 731

GO:0022607
cellular component assembly

0.210907
50 / 343

GO:0034622
cellular macromolecular complex assembly

0.123813
36 / 228

GO:0043436
oxoacid metabolic process

0.002447
127 / 774

GO:0043933
macromolecular complex subunit organization

0.474278
53 / 401

GO:0044085
cellular component biogenesis

0.419607
68 / 508

GO:0044237
cellular metabolic process

0.060668
544 / 3992

GO:0044249
cellular biosynthetic process

0.138739
342 / 2506

GO:0044281
small molecule metabolic process

0.012169
163 / 1068

GO:0044283
small molecule biosynthetic process

0.002676
98 / 577

GO:0044699
single−organism process

0.185484
634 / 4762

GO:0044710
single−organism metabolic process

0.855530
320 / 2571

GO:0044711
single−organism biosynthetic process

0.016101
191 / 1279

GO:0044763
single−organism cellular process

0.056267
494 / 3605

GO:0046394
carboxylic acid biosynthetic process

0.000164
81 / 423

GO:0050896
response to stimulus

0.002806
417 / 2886

GO:0065003
macromolecular complex assembly

0.123305
39 / 249

GO:0065004
protein−DNA complex assembly

0.000361
15 / 45

GO:0071704
organic substance metabolic process

0.501586
565 / 4338

GO:0071824
protein−DNA complex subunit organization

0.000361
15 / 45

GO:0071840
cellular component organization or biogenesis

0.602064
179 / 1395

GO:1901576
organic substance biosynthetic process

0.208293
359 / 2665


