
GO:0003674
molecular_function

1.0000
1474 / 10817

GO:0003676
nucleic acid binding

0.2859
219 / 1552

GO:0003723
RNA binding

2.65e−07
105 / 479

GO:0003735
structural constituent of ribosome

2.88e−19
103 / 310

GO:0003824
catalytic activity

0.7752
586 / 4394

GO:0004175
endopeptidase activity

0.3147
26 / 172

GO:0004298
threonine−type endopeptidase activity

2.75e−05
11 / 21

GO:0005198
structural molecule activity

6.68e−16
115 / 401

GO:0005488
binding
0.2351

703 / 5061

GO:0008233
peptidase activity

0.7185
37 / 293

GO:0016787
hydrolase activity

0.8566
200 / 1562

GO:0070003
threonine−type peptidase activity

2.75e−05
11 / 21

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.7289
35 / 279

GO:0097159
organic cyclic compound binding

0.0337
477 / 3276

GO:1901363
heterocyclic compound binding

0.0448
474 / 3270


