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hydrolase activity, hydrolyzing O−glycosyl compounds
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196 / 4578

GO:0005509
calcium ion binding
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sucrose transmembrane transporter activity
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carbohydrate transmembrane transporter activity
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disaccharide transmembrane transporter activity
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3 / 10
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oligosaccharide transmembrane transporter activity

0.008143
3 / 11

GO:0016740
transferase activity

0.402203
65 / 1578

GO:0016757
transferase activity, transferring glycosyl groups
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11 / 262

GO:0016758
transferase activity, transferring hexosyl groups
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10 / 180
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xyloglucan:xyloglucosyl transferase activity
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5 / 19
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hydrolase activity

0.063541
67 / 1406

GO:0016798
hydrolase activity, acting on glycosyl bonds
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18 / 212

GO:0022857
transmembrane transporter activity

0.532716
20 / 502

GO:0022891
substrate−specific transmembrane transporter activity

0.368516
18 / 410

GO:0022892
substrate−specific transporter activity
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20 / 475
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ion binding
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105 / 2453
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cation binding

0.258796
56 / 1289

GO:0046872
metal ion binding

0.401485
50 / 1206

GO:0051119
sugar transmembrane transporter activity

0.127654
5 / 67
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carbohydrate transporter activity

0.070063
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