
GO:0001510
RNA methylation

1.21e−17
72 / 163

GO:0006139
nucleobase−containing compound metabolic process

2.09e−06
411 / 2119

GO:0006412
translation
2.90e−14
126 / 410

GO:0006605
protein targeting

3.17e−07
117 / 470

GO:0006626
protein targeting to mitochondrion

2.83e−12
43 / 91

GO:0006725
cellular aromatic compound metabolic process

2.59e−08
482 / 2456

GO:0006807
nitrogen compound metabolic process

1.20e−06
480 / 2513

GO:0006810
transport
0.234574

248 / 1479

GO:0006839
mitochondrial transport

4.72e−10
48 / 122

GO:0006886
intracellular protein transport

1.85e−06
122 / 511

GO:0006996
organelle organization

0.080235
176 / 994

GO:0007005
mitochondrion organization

2.06e−11
46 / 106

GO:0008104
protein localization

6.61e−05
129 / 586

GO:0008150
biological_process

1.000000
1455 / 9035

GO:0008152
metabolic process

4.01e−07
955 / 5406

GO:0009058
biosynthetic process

2.93e−07
604 / 3224

GO:0009059
macromolecule biosynthetic process

0.001901
350 / 1911

GO:0009451
RNA modification

1.45e−11
95 / 303

GO:0009987
cellular process

2.39e−07
998 / 5671

GO:0010467
gene expression

2.00e−06
317 / 1577

GO:0015031
protein transport

2.11e−05
127 / 562

GO:0016043
cellular component organization

0.061155
288 / 1655

GO:0016070
RNA metabolic process

0.000208
300 / 1565

GO:0016482
cytoplasmic transport

1.53e−07
91 / 337

GO:0019538
protein metabolic process

2.37e−05
382 / 1997

GO:0032259
methylation
5.70e−09
101 / 363

GO:0033036
macromolecule localization

0.000234
150 / 717

GO:0033365
protein localization to organelle

4.93e−07
78 / 283

GO:0034613
cellular protein localization

4.68e−06
122 / 520

GO:0034641
cellular nitrogen compound metabolic process

2.70e−07
452 / 2321

GO:0034645
cellular macromolecule biosynthetic process

0.001114
348 / 1885

GO:0043170
macromolecule metabolic process

6.98e−07
640 / 3459

GO:0043412
macromolecule modification

0.009173
259 / 1417

GO:0043414
macromolecule methylation

6.38e−09
100 / 359

GO:0044237
cellular metabolic process

3.64e−10
848 / 4596

GO:0044238
primary metabolic process

2.85e−08
813 / 4457

GO:0044249
cellular biosynthetic process

1.33e−05
550 / 2980

GO:0044260
cellular macromolecule metabolic process

1.15e−06
609 / 3282

GO:0044267
cellular protein metabolic process

2.18e−05
356 / 1844

GO:0044699
single−organism process

0.684757
803 / 5035

GO:0044765
single−organism transport

0.096888
228 / 1313

GO:0045184
establishment of protein localization

2.52e−05
127 / 564

GO:0046483
heterocycle metabolic process

1.01e−07
452 / 2304

GO:0046907
intracellular transport

1.68e−05
139 / 623

GO:0051179
localization
0.390971

266 / 1626

GO:0051234
establishment of localization

0.360306
252 / 1533

GO:0051641
cellular localization

0.001523
150 / 747

GO:0051649
establishment of localization in cell

0.000890
145 / 710

GO:0070585
protein localization to mitochondrion

2.83e−12
43 / 91

GO:0070727
cellular macromolecule localization

2.92e−06
126 / 536

GO:0071702
organic substance transport

0.010252
164 / 865

GO:0071704
organic substance metabolic process

1.33e−10
890 / 4843

GO:0071840
cellular component organization or biogenesis

0.001397
347 / 1885

GO:0072594
establishment of protein localization to organelle

2.62e−07
78 / 279

GO:0072655
establishment of protein localization to mitochondrion

2.83e−12
43 / 91

GO:0090304
nucleic acid metabolic process

0.001790
331 / 1797

GO:1901360
organic cyclic compound metabolic process

6.29e−08
497 / 2559

GO:1901576
organic substance biosynthetic process

3.80e−07
584 / 3109

GO:1902578
single−organism localization

0.096789
230 / 1325

GO:1902580
single−organism cellular localization

2.49e−07
118 / 473

GO:1902582
single−organism intracellular transport

1.87e−06
134 / 573


