
GO:0003674
molecular_function

1.0000
2373 / 10614

GO:0003735
structural constituent of ribosome

4.38e−07
93 / 260

GO:0005198
structural molecule activity

5.74e−06
107 / 325

GO:0005488
binding
0.0243

1138 / 4899

GO:0030170
pyridoxal phosphate binding

1.58e−06
31 / 62

GO:0043167
ion binding

0.0699
620 / 2648

GO:0043168
anion binding

0.0701
335 / 1400

GO:0048037
cofactor binding

2.76e−10
107 / 275

GO:0050662
coenzyme binding

2.32e−06
72 / 195

GO:0097159
organic cyclic compound binding

0.0351
746 / 3175

GO:1901363
heterocyclic compound binding

0.0401
743 / 3167


