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catalytic activity
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514 / 3876

GO:0004012
phospholipid−translocating ATPase activity

0.000743
6 / 11

GO:0004672
protein kinase activity

0.004386
83 / 531

GO:0004674
protein serine/threonine kinase activity

0.000289
78 / 450

GO:0005215
transporter activity

0.270780
68 / 533

GO:0005319
lipid transporter activity

0.002131
7 / 17

GO:0005488
binding

0.001985
580 / 4508

GO:0005548
phospholipid transporter activity

0.002237
6 / 13

GO:0008061
chitin binding

2.79e−05
7 / 10

GO:0016301
kinase activity

0.005958
97 / 642

GO:0016462
pyrophosphatase activity

0.361413
47 / 375

GO:0016740
transferase activity

0.032776
190 / 1423

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.044070
102 / 734

GO:0016773
phosphotransferase activity, alcohol group as acceptor

0.018062
88 / 600

GO:0016787
hydrolase activity

0.211723
168 / 1340

GO:0016817
hydrolase activity, acting on acid anhydrides

0.398371
47 / 380

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.376103
47 / 377

GO:0016829
lyase activity

0.000725
34 / 164

GO:0016887
ATPase activity

0.136302
31 / 214

GO:0017111
nucleoside−triphosphatase activity

0.467524
44 / 364

GO:0022892
substrate−specific transporter activity

0.274750
50 / 387

GO:0042623
ATPase activity, coupled

0.259133
22 / 160

GO:0043492
ATPase activity, coupled to movement of substances

0.107523
15 / 90

GO:0097367
carbohydrate derivative binding

0.003263
164 / 1140


