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1205 / 9762
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nucleic acid binding

2.74e−05
220 / 1396

GO:0003723
RNA binding

1.34e−05
81 / 415
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catalytic activity
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549 / 4050
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DNA−directed RNA polymerase activity
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13 / 36
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transporter activity
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78 / 571
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binding
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610 / 4532
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copper ion binding

8.00e−05
35 / 147
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protein transmembrane transporter activity
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13 / 41
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protein transporter activity

0.002469
19 / 78

GO:0015399
primary active transmembrane transporter activity

0.162371
18 / 114

GO:0015405
P−P−bond−hydrolysis−driven transmembrane transporter activit...

0.153371
18 / 113

GO:0015450
P−P−bond−hydrolysis−driven protein transmembrane transporter...

0.000215
13 / 36

GO:0016740
transferase activity

0.033330
212 / 1536

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.900027
76 / 698

GO:0016779
nucleotidyltransferase activity

0.000951
22 / 89

GO:0022804
active transmembrane transporter activity

0.375052
32 / 243

GO:0022857
transmembrane transporter activity

0.518573
55 / 445

GO:0022884
macromolecule transmembrane transporter activity

0.000909
13 / 41

GO:0022891
substrate−specific transmembrane transporter activity

0.290714
49 / 366

GO:0022892
substrate−specific transporter activity

0.204898
58 / 422

GO:0034062
RNA polymerase activity

0.000215
13 / 36
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ion binding
0.438857

308 / 2474

GO:0043169
cation binding

0.709826
148 / 1244

GO:0046872
metal ion binding

0.791496
135 / 1159

GO:0046914
transition metal ion binding

0.567499
111 / 909

GO:0097159
organic cyclic compound binding

0.000684
420 / 3006

GO:1901363
heterocyclic compound binding

0.000743
419 / 3001


