
GO:0000166
nucleotide binding

0.156767
136 / 1653

GO:0003674
molecular_function

1.000000
799 / 10521

GO:0003824
catalytic activity

0.000983
385 / 4513

GO:0004364
glutathione transferase activity

1.06e−05
12 / 37

GO:0005488
binding

0.172835
372 / 4724

GO:0016491
oxidoreductase activity

0.000144
103 / 959

GO:0016740
transferase activity

0.177383
139 / 1702

GO:0016765
transferase activity, transferring alkyl or aryl (other than...

0.000151
16 / 76

GO:0036094
small molecule binding

0.101909
143 / 1708

GO:0043167
ion binding
0.113071
218 / 2675

GO:0043168
anion binding

0.050712
125 / 1436

GO:0048037
cofactor binding

8.77e−05
41 / 292

GO:0050660
flavin adenine dinucleotide binding

8.57e−06
22 / 104

GO:0050662
coenzyme binding

5.08e−06
36 / 215

GO:0097159
organic cyclic compound binding

0.168978
239 / 2986

GO:1901265
nucleoside phosphate binding

0.156767
136 / 1653

GO:1901363
heterocyclic compound binding

0.198714
237 / 2978


