
GO:0001510
RNA methylation

< 1e−20
109 / 173

GO:0006139
nucleobase−containing compound metabolic process

4.53e−15
625 / 2198

GO:0006605
protein targeting

< 1e−20
218 / 506

GO:0006725
cellular aromatic compound metabolic process

3.38e−15
717 / 2577

GO:0006753
nucleoside phosphate metabolic process

5.35e−17
158 / 388

GO:0006793
phosphorus metabolic process

7.68e−12
376 / 1259

GO:0006796
phosphate−containing compound metabolic process

3.09e−12
368 / 1220

GO:0006807
nitrogen compound metabolic process

1.83e−15
728 / 2617

GO:0006810
transport
7.74e−10
483 / 1735

GO:0006886
intracellular protein transport

< 1e−20
226 / 566

GO:0008104
protein localization

1.17e−18
239 / 648

GO:0008150
biological_process

1
2215 / 9969

GO:0008152
metabolic process

9.45e−15
1466 / 5898

GO:0009058
biosynthetic process

7.38e−11
878 / 3378

GO:0009117
nucleotide metabolic process

7.69e−17
157 / 386

GO:0009165
nucleotide biosynthetic process

< 1e−20
143 / 281

GO:0009451
RNA modification

< 1e−20
125 / 250

GO:0009987
cellular process

4.56e−16
1546 / 6237

GO:0015031
protein transport

2.23e−20
237 / 624

GO:0016070
RNA metabolic process

5.01e−15
486 / 1635

GO:0018130
heterocycle biosynthetic process

1.76e−13
452 / 1529

GO:0019438
aromatic compound biosynthetic process

1.36e−13
485 / 1659

GO:0019637
organophosphate metabolic process

5.44e−14
187 / 515

GO:0032259
methylation
1.78e−16
157 / 389

GO:0033036
macromolecule localization

2.79e−16
278 / 815

GO:0034613
cellular protein localization

< 1e−20
227 / 577

GO:0034641
cellular nitrogen compound metabolic process

3.51e−15
673 / 2394

GO:0034654
nucleobase−containing compound biosynthetic process

4.93e−15
417 / 1362

GO:0043170
macromolecule metabolic process

1.34e−12
994 / 3832

GO:0043412
macromolecule modification

4.18e−12
456 / 1573

GO:0043414
macromolecule methylation

5.22e−16
154 / 383

GO:0044237
cellular metabolic process

9.30e−17
1278 / 4982

GO:0044238
primary metabolic process

1.90e−12
1239 / 4926

GO:0044249
cellular biosynthetic process

2.18e−10
812 / 3107

GO:0044260
cellular macromolecule metabolic process

7.19e−13
944 / 3606

GO:0044271
cellular nitrogen compound biosynthetic process

5.31e−14
450 / 1511

GO:0044281
small molecule metabolic process

2.17e−08
428 / 1546

GO:0044699
single−organism process

4.54e−10
1366 / 5580

GO:0044710
single−organism metabolic process

8.87e−05
780 / 3180

GO:0044711
single−organism biosynthetic process

2.79e−05
424 / 1624

GO:0044763
single−organism cellular process

2.47e−07
1042 / 4222

GO:0044765
single−organism transport

2.74e−11
441 / 1530

GO:0045184
establishment of protein localization

3.60e−20
237 / 626

GO:0046483
heterocycle metabolic process

2.24e−15
675 / 2398

GO:0046907
intracellular transport

1.31e−20
263 / 712

GO:0051179
localization
1.19e−10
519 / 1863

GO:0051234
establishment of localization

8.14e−10
487 / 1752

GO:0051641
cellular localization

5.54e−19
282 / 797

GO:0051649
establishment of localization in cell

4.66e−20
273 / 753

GO:0055086
nucleobase−containing small molecule metabolic process

1.55e−16
165 / 415

GO:0070727
cellular macromolecule localization

< 1e−20
228 / 587

GO:0071702
organic substance transport

1.96e−17
338 / 1022

GO:0071704
organic substance metabolic process

5.15e−14
1336 / 5320

GO:0090304
nucleic acid metabolic process

1.94e−10
525 / 1893

GO:0090407
organophosphate biosynthetic process

6.06e−19
163 / 389

GO:1901293
nucleoside phosphate biosynthetic process

< 1e−20
143 / 282

GO:1901360
organic cyclic compound metabolic process

1.46e−15
745 / 2686

GO:1901362
organic cyclic compound biosynthetic process

1.09e−14
520 / 1778

GO:1901576
organic substance biosynthetic process

1.02e−11
858 / 3266

GO:1902578
single−organism localization

4.61e−11
442 / 1539

GO:1902580
single−organism cellular localization

< 1e−20
218 / 506

GO:1902582
single−organism intracellular transport

< 1e−20
251 / 643


