
GO:0000166

nucleotide binding

0.000545
141 / 1463

GO:0001882

nucleoside binding

0.000394

110 / 1084

GO:0001883

purine nucleoside binding

0.000534
109 / 1081

GO:0003674

molecular_function

1.000000

639 / 8521

GO:0003824

catalytic activity

0.000243

304 / 3488

GO:0005488

binding

0.000436

343 / 4028

GO:0005524

ATP binding

9.83e−05

96 / 887

GO:0017076

purine nucleotide binding

0.000613

109 / 1085

GO:0030554

adenyl nucleotide binding

0.000274

102 / 981

GO:0032549

ribonucleoside binding

0.000394
110 / 1084

GO:0032550

purine ribonucleoside binding

0.000534

109 / 1081

GO:0032553

ribonucleotide binding

0.000503

110 / 1091

GO:0032555

purine ribonucleotide binding

0.000534

109 / 1081

GO:0032559

adenyl ribonucleotide binding

0.000244

102 / 978

GO:0035639

purine ribonucleoside triphosphate binding

0.000249
103 / 990

GO:0036094

small molecule binding

0.000496
143 / 1484

GO:0043167

ion binding

0.000455
205 / 2245

GO:0043168

anion binding

0.001456

122 / 1267

GO:0097159

organic cyclic compound binding

0.007998
231 / 2707

GO:0097367

carbohydrate derivative binding

0.000161
114 / 1106

GO:1901265

nucleoside phosphate binding

0.000545

141 / 1463

GO:1901363

heterocyclic compound binding

0.007567
231 / 2704


