
GO:0003674
molecular_function

1.000000
469 / 8361

GO:0003824
catalytic activity

0.004644
212 / 3291

GO:0005215
transporter activity

0.042383
37 / 494

GO:0005216
ion channel activity

0.043947
5 / 35

GO:0005217
intracellular ligand−gated ion channel activity

0.001565
4 / 10

GO:0005488
binding

0.015191
256 / 4149

GO:0005509
calcium ion binding

0.002233
16 / 129

GO:0015075
ion transmembrane transporter activity

0.062153
20 / 247

GO:0015267
channel activity

0.165167
5 / 52

GO:0015276
ligand−gated ion channel activity

0.003372
4 / 12

GO:0016740
transferase activity

0.341107
78 / 1327

GO:0016757
transferase activity, transferring glycosyl groups

0.426888
12 / 197

GO:0016758
transferase activity, transferring hexosyl groups

0.163199
10 / 125

GO:0016762
xyloglucan:xyloglucosyl transferase activity

0.001916
5 / 17

GO:0016787
hydrolase activity

0.000281
96 / 1226

GO:0022803
passive transmembrane transporter activity

0.165167
5 / 52

GO:0022834
ligand−gated channel activity

0.003372
4 / 12

GO:0022836
gated channel activity

0.042541
4 / 24

GO:0022838
substrate−specific channel activity

0.155960
5 / 51

GO:0022857
transmembrane transporter activity

0.048062
29 / 375

GO:0022891
substrate−specific transmembrane transporter activity

0.125104
23 / 318

GO:0022892
substrate−specific transporter activity

0.045386
29 / 373

GO:0030234
enzyme regulator activity

0.275458
8 / 110

GO:0043167
ion binding
0.032429
140 / 2180

GO:0043169
cation binding

0.281192
67 / 1113

GO:0046872
metal ion binding

0.367629
62 / 1056

GO:0060589
nucleoside−triphosphatase regulator activity

0.001565
4 / 10

GO:0098772
molecular function regulator

0.385659
8 / 123


