
GO:0001871
pattern binding

0.004311
6 / 13

GO:0003674
molecular_function

1.000000
1527 / 11357

GO:0003824
catalytic activity

0.000267
696 / 4710

GO:0005488
binding

0.970225
657 / 5136

GO:0016740
transferase activity

0.002789
274 / 1759

GO:0016757
transferase activity, transferring glycosyl groups

0.009250
63 / 351

GO:0016758
transferase activity, transferring hexosyl groups

0.005784
48 / 249

GO:0030246
carbohydrate binding

0.174014
15 / 86

GO:0030247
polysaccharide binding

0.004311
6 / 13

GO:0046527
glucosyltransferase activity

0.005003
24 / 104


