
GO:0003674
molecular_function

1.000000
1718 / 8733

GO:0003824
catalytic activity

0.000312
809 / 3789

GO:0004553
hydrolase activity, hydrolyzing O−glycosyl compounds

0.164585
44 / 194

GO:0004565
beta−galactosidase activity

0.005817
6 / 10

GO:0005215
transporter activity

0.066220
128 / 577

GO:0008509
anion transmembrane transporter activity

0.009345
33 / 113

GO:0015075
ion transmembrane transporter activity

0.079561
74 / 323

GO:0015103
inorganic anion transmembrane transporter activity

0.004426
14 / 35

GO:0015925
galactosidase activity

0.040635
6 / 14

GO:0016491
oxidoreductase activity

0.177601
170 / 811

GO:0016787
hydrolase activity

0.007109
283 / 1271

GO:0016788
hydrolase activity, acting on ester bonds

0.007993
97 / 394

GO:0016790
thiolester hydrolase activity

0.003549
10 / 21

GO:0016798
hydrolase activity, acting on glycosyl bonds

0.051869
51 / 209

GO:0016903
oxidoreductase activity, acting on the aldehyde or oxo group...

0.001439
15 / 35

GO:0022857
transmembrane transporter activity

0.140026
101 / 465

GO:0022891
substrate−specific transmembrane transporter activity

0.133538
87 / 396

GO:0022892
substrate−specific transporter activity

0.142337
97 / 446


