
GO:0003674
molecular_function

1.000000
1613 / 9655

GO:0003824
catalytic activity

0.000882
711 / 3915

GO:0005488
binding

0.366200
748 / 4437

GO:0016491
oxidoreductase activity

0.003734
163 / 807

GO:0016740
transferase activity

0.292801
262 / 1522

GO:0016757
transferase activity, transferring glycosyl groups

0.029662
55 / 258

GO:0016758
transferase activity, transferring hexosyl groups

0.003418
45 / 182

GO:0016874
ligase activity

0.057003
24 / 104

GO:0016879
ligase activity, forming carbon−nitrogen bonds

0.000755
20 / 58

GO:0030170
pyridoxal phosphate binding

0.001704
17 / 49

GO:0043167
ion binding
0.669019
389 / 2367

GO:0043168
anion binding

0.942019
193 / 1268

GO:0048037
cofactor binding

0.031384
49 / 227

GO:0097159
organic cyclic compound binding

0.642143
473 / 2865

GO:1901363
heterocyclic compound binding

0.619588
473 / 2859


