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nucleotide binding
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GO:0001882
nucleoside binding

0.1082
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GO:0001883
purine nucleoside binding

0.1036
15 / 583

GO:0003674
molecular_function

1.0000
87 / 4774

GO:0003824
catalytic activity

0.3804
35 / 1820

GO:0004553
hydrolase activity, hydrolyzing O−glycosyl compounds
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3 / 88

GO:0004650
polygalacturonase activity

0.0296
2 / 15
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binding
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GO:0005524
ATP binding

0.0614
14 / 494

GO:0008194
UDP−glycosyltransferase activity
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2 / 48

GO:0016740
transferase activity

0.1240
18 / 746

GO:0016757
transferase activity, transferring glycosyl groups

0.6394
2 / 118

GO:0016758
transferase activity, transferring hexosyl groups

0.4052
2 / 76

GO:0016787
hydrolase activity

0.5423
12 / 656

GO:0016798
hydrolase activity, acting on glycosyl bonds

0.2349
3 / 92

GO:0017076
purine nucleotide binding

0.1059
15 / 585

GO:0030554
adenyl nucleotide binding

0.0577
15 / 535

GO:0032549
ribonucleoside binding

0.1071
15 / 586

GO:0032550
purine ribonucleoside binding

0.1036
15 / 583

GO:0032553
ribonucleotide binding

0.0624
16 / 587

GO:0032555
purine ribonucleotide binding

0.1036
15 / 583

GO:0032559
adenyl ribonucleotide binding

0.0569
15 / 534

GO:0035251
UDP−glucosyltransferase activity

0.0374
2 / 17

GO:0035639
purine ribonucleoside triphosphate binding

0.1139
14 / 544

GO:0036094
small molecule binding

0.1887
18 / 795

GO:0043167
ion binding

0.2478
25 / 1197

GO:0043168
anion binding

0.1080
17 / 683

GO:0046527
glucosyltransferase activity

0.0649
2 / 23

GO:0097159
organic cyclic compound binding

0.3085
31 / 1557

GO:0097367
carbohydrate derivative binding

0.0689
16 / 595

GO:1901265
nucleoside phosphate binding

0.1604
18 / 775

GO:1901363
heterocyclic compound binding

0.3040
31 / 1554


