
GO:0003674
molecular_function

1.000000
781 / 10339

GO:0003676
nucleic acid binding

0.577870
106 / 1422

GO:0003723
RNA binding

0.015381
42 / 396

GO:0003824
catalytic activity

0.552360
312 / 4147

GO:0005102
receptor binding

0.014221
7 / 35

GO:0005488
binding

0.268842
364 / 4703

GO:0005515
protein binding

0.081698
103 / 1197

GO:0008017
microtubule binding

0.007543
6 / 24

GO:0008092
cytoskeletal protein binding

0.016817
11 / 71

GO:0008233
peptidase activity

0.033516
31 / 292

GO:0008237
metallopeptidase activity

0.005735
9 / 45

GO:0015631
tubulin binding

0.000257
9 / 30

GO:0016787
hydrolase activity

0.792719
104 / 1472

GO:0032403
protein complex binding

0.045008
6 / 35

GO:0044877
macromolecular complex binding

0.115100
8 / 65

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.027380
30 / 276

GO:0097159
organic cyclic compound binding

0.517475
234 / 3099

GO:1901363
heterocyclic compound binding

0.535177
233 / 3093


