
GO:0000166
nucleotide binding

0.40194
57 / 1916

GO:0001882
nucleoside binding

0.30863
42 / 1350

GO:0001883
purine nucleoside binding

0.29630
42 / 1343

GO:0003674
molecular_function

1.00000
331 / 11543

GO:0003676
nucleic acid binding

0.70635
46 / 1710

GO:0003723
RNA binding

0.03078
21 / 472

GO:0003743
translation initiation factor activity

0.02841
5 / 60

GO:0005215
transporter activity

0.57864
19 / 679

GO:0005372
water transmembrane transporter activity

0.00823
3 / 15

GO:0005488
binding
0.39311

159 / 5443

GO:0005515
protein binding

0.91542
33 / 1411

GO:0008135
translation factor activity, nucleic acid binding

0.10442
5 / 87

GO:0015250
water channel activity

0.00823
3 / 15

GO:0015267
channel activity

0.05014
5 / 70

GO:0017076
purine nucleotide binding

0.30685
42 / 1349

GO:0022803
passive transmembrane transporter activity

0.05014
5 / 70

GO:0022838
substrate−specific channel activity

0.05014
5 / 70

GO:0022857
transmembrane transporter activity

0.27231
18 / 534

GO:0022891
substrate−specific transmembrane transporter activity

0.20897
16 / 445

GO:0022892
substrate−specific transporter activity

0.27634
17 / 503

GO:0030554
adenyl nucleotide binding

0.17664
40 / 1201

GO:0032549
ribonucleoside binding

0.30685
42 / 1349

GO:0032550
purine ribonucleoside binding

0.29630
42 / 1343

GO:0032553
ribonucleotide binding

0.32474
42 / 1359

GO:0032555
purine ribonucleotide binding

0.29805
42 / 1344

GO:0032559
adenyl ribonucleotide binding

0.17249
40 / 1198

GO:0036094
small molecule binding

0.37274
59 / 1967

GO:0042393
histone binding

0.01610
3 / 19

GO:0043167
ion binding

0.33564
88 / 2938

GO:0043168
anion binding

0.44747
47 / 1597

GO:0043531
ADP binding

5.02e−05
11 / 90

GO:0097159
organic cyclic compound binding

0.54586
102 / 3575

GO:0097367
carbohydrate derivative binding

0.35217
42 / 1374

GO:1901265
nucleoside phosphate binding

0.40194
57 / 1916

GO:1901363
heterocyclic compound binding

0.58527
101 / 3569


