
GO:0003674
molecular_function

1.000000
925 / 11894

GO:0005488
binding

0.889621
407 / 5456

GO:0005515
protein binding

0.287895
116 / 1418

GO:0005527
macrolide binding

0.001276
6 / 17

GO:0005528
FK506 binding

0.001276
6 / 17

GO:0008144
drug binding

0.001276
6 / 17

GO:0031072
heat shock protein binding

0.001498
14 / 74

GO:0051082
unfolded protein binding

0.000144
16 / 74

GO:0097159
organic cyclic compound binding

0.338768
281 / 3536

GO:1901363
heterocyclic compound binding

0.351214
280 / 3529


