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molecular_function
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catalytic activity
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binding
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GO:0005515
protein binding
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110 / 1003

GO:0008233
peptidase activity
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26 / 213
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metallopeptidase activity
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9 / 36

GO:0016787
hydrolase activity
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117 / 1255

GO:0036094
small molecule binding

0.09563
159 / 1498

GO:0042393
histone binding

0.01100
5 / 15

GO:0048037
cofactor binding

0.16866
24 / 202

GO:0050661
NADP binding

0.00119
9 / 29

GO:0050662
coenzyme binding

0.27722
16 / 140

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.09070
26 / 205

GO:0097159
organic cyclic compound binding

0.01042
289 / 2678

GO:1901265
nucleoside phosphate binding

0.09383
155 / 1457

GO:1901363
heterocyclic compound binding

0.00960
289 / 2674


