
GO:0006325
chromatin organization

9.81e−11
93 / 428

GO:0006996
organelle organization

4.28e−06
226 / 1548

GO:0007275
multicellular organismal development

0.000127
324 / 2441

GO:0008150
biological_process

1.000000
1418 / 12750

GO:0008152
metabolic process

0.000178
916 / 7677

GO:0009888
tissue development

1.58e−05
143 / 922

GO:0009987
cellular process

3.78e−05
960 / 8022

GO:0016043
cellular component organization

4.73e−07
335 / 2382

GO:0016568
chromatin modification

1.34e−11
84 / 358

GO:0016569
covalent chromatin modification

1.38e−11
81 / 340

GO:0032259
methylation
2.10e−14
108 / 463

GO:0032501
multicellular organismal process

0.000272
343 / 2626

GO:0032502
developmental process

0.000933
356 / 2781

GO:0043170
macromolecule metabolic process

1.17e−05
626 / 4962

GO:0043412
macromolecule modification

1.43e−06
274 / 1910

GO:0043414
macromolecule methylation

2.92e−14
107 / 459

GO:0043933
macromolecular complex subunit organization

1.87e−10
172 / 976

GO:0044237
cellular metabolic process

0.000595
775 / 6447

GO:0044260
cellular macromolecule metabolic process

0.000155
579 / 4644

GO:0044699
single−organism process

5.80e−05
879 / 7293

GO:0044707
single−multicellular organism process

9.66e−05
328 / 2466

GO:0044767
single−organism developmental process

0.000414
352 / 2717

GO:0048507
meristem development

1.21e−11
89 / 388

GO:0048513
organ development

0.001023
175 / 1267

GO:0048731
system development

0.001651
252 / 1920

GO:0048856
anatomical structure development

0.002902
324 / 2552

GO:0051276
chromosome organization

1.11e−08
107 / 562

GO:0071704
organic substance metabolic process

0.000181
836 / 6947

GO:0071840
cellular component organization or biogenesis

1.70e−08
383 / 2701


