
GO:0000166
nucleotide binding

0.615148
88 / 1484

GO:0001071
nucleic acid binding transcription factor activity

2.69e−05
72 / 736

GO:0001882
nucleoside binding

0.607012
61 / 1031

GO:0001883
purine nucleoside binding

0.597333
61 / 1028

GO:0003674
molecular_function

1.000000
565 / 9310

GO:0003700
sequence−specific DNA binding transcription factor activity

2.69e−05
72 / 736

GO:0005215
transporter activity

0.013078
52 / 629

GO:0005488
binding

0.808680
253 / 4326

GO:0015291
secondary active transmembrane transporter activity

0.000270
21 / 150

GO:0017076
purine nucleotide binding

0.610220
61 / 1032

GO:0022804
active transmembrane transporter activity

8.81e−05
33 / 270

GO:0022857
transmembrane transporter activity

0.001137
48 / 504

GO:0030554
adenyl nucleotide binding

0.376880
59 / 930

GO:0032549
ribonucleoside binding

0.607012
61 / 1031

GO:0032550
purine ribonucleoside binding

0.597333
61 / 1028

GO:0032553
ribonucleotide binding

0.482617
64 / 1043

GO:0032555
purine ribonucleotide binding

0.597333
61 / 1028

GO:0032559
adenyl ribonucleotide binding

0.370175
59 / 928

GO:0036094
small molecule binding

0.530269
92 / 1520

GO:0043167
ion binding
0.175215

154 / 2375

GO:0043168
anion binding

0.375557
79 / 1254

GO:0043531
ADP binding

0.000757
13 / 78

GO:0097159
organic cyclic compound binding

0.731662
162 / 2769

GO:0097367
carbohydrate derivative binding

0.522502
64 / 1055

GO:1901265
nucleoside phosphate binding

0.615148
88 / 1484

GO:1901363
heterocyclic compound binding

0.720184
162 / 2763


