
GO:0003674
molecular_function

1.000000
268 / 10376

GO:0003824
catalytic activity

0.155848
121 / 4353

GO:0004364
glutathione transferase activity

0.003108
5 / 39

GO:0004857
enzyme inhibitor activity

0.086240
5 / 91

GO:0004866
endopeptidase inhibitor activity

0.006215
4 / 29

GO:0005488
binding

0.123169
136 / 4884

GO:0016168
chlorophyll binding

0.000315
5 / 24

GO:0016491
oxidoreductase activity

0.331182
26 / 914

GO:0016627
oxidoreductase activity, acting on the CH−CH group of donors

0.042174
4 / 51

GO:0016628
oxidoreductase activity, acting on the CH−CH group of donors...

0.001521
4 / 20

GO:0016740
transferase activity

0.426253
45 / 1684

GO:0016765
transferase activity, transferring alkyl or aryl (other than...

0.020215
6 / 83

GO:0030234
enzyme regulator activity

0.241438
6 / 162

GO:0030414
peptidase inhibitor activity

0.007909
4 / 31

GO:0046906
tetrapyrrole binding

0.116660
9 / 220

GO:0061134
peptidase regulator activity

0.007909
4 / 31

GO:0061135
endopeptidase regulator activity

0.006215
4 / 29

GO:0097159
organic cyclic compound binding

0.092147
88 / 3009

GO:0098772
molecular function regulator

0.325920
6 / 181

GO:1901363
heterocyclic compound binding

0.086382
88 / 2999


