
GO:0003674
molecular_function

1.000000
440 / 6931

GO:0003824
catalytic activity

0.016301
215 / 3039

GO:0005488
binding

0.870821
205 / 3402

GO:0008233
peptidase activity

0.001032
21 / 159

GO:0016168
chlorophyll binding

7.37e−05
8 / 24

GO:0016209
antioxidant activity

0.000587
12 / 64

GO:0016491
oxidoreductase activity

2.70e−06
72 / 665

GO:0016787
hydrolase activity

0.110666
70 / 959

GO:0046906
tetrapyrrole binding

0.000219
24 / 173

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.000803
21 / 156

GO:0097159
organic cyclic compound binding

0.969735
123 / 2207

GO:1901363
heterocyclic compound binding

0.964898
123 / 2197


