
GO:0003674
molecular_function

1.000000
670 / 10379

GO:0003676
nucleic acid binding

0.091635
106 / 1454

GO:0003677
DNA binding

0.009861
74 / 879

GO:0003824
catalytic activity

0.409680
268 / 4101

GO:0004175
endopeptidase activity

0.291478
12 / 154

GO:0004197
cysteine−type endopeptidase activity

0.000214
6 / 15

GO:0005488
binding

0.056282
327 / 4751

GO:0005515
protein binding

0.007634
109 / 1356

GO:0008233
peptidase activity

0.295148
21 / 285

GO:0008234
cysteine−type peptidase activity

0.014125
9 / 60

GO:0016491
oxidoreductase activity

0.280935
56 / 801

GO:0016627
oxidoreductase activity, acting on the CH−CH group of donors

0.073698
6 / 46

GO:0016634
oxidoreductase activity, acting on the CH−CH group of donors...

0.005610
4 / 12

GO:0016787
hydrolase activity

0.450455
98 / 1495

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.276045
20 / 267

GO:0097159
organic cyclic compound binding

0.229116
200 / 2961

GO:1901363
heterocyclic compound binding

0.266487
198 / 2951


