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cellular process

0.09464
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cellular component organization
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chromatin modification
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4.69e−09
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protein metabolic process
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macromolecule metabolic process

0.00235
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macromolecule modification

4.20e−07
216 / 1297
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macromolecular complex subunit organization

3.37e−05
114 / 646
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cellular metabolic process

0.02521
477 / 3620
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primary metabolic process

0.03180
477 / 3631
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cellular macromolecule metabolic process

0.00361
386 / 2811
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cellular protein metabolic process

2.03e−05
241 / 1550
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single−organism process

0.03680
496 / 3792
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single−organism metabolic process

0.03580
294 / 2176
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single−organism cellular process

0.00780
407 / 3007
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chromosome organization

3.50e−08
106 / 515
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organic substance metabolic process

0.04750
497 / 3813
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cellular component organization or biogenesis

0.02293
214 / 1533

GO:1902589
single−organism organelle organization

2.16e−05
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